NATO Technical Activity: Sequencing for Environmental Aerosol Background Monitoring
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Purpose: Understand the natural background to
enable improved biodetection and T&E of
biodetectors

Methods: Sampling, sequencing, metagenomics
methods, development and data gathering
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Team: DSTL
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Country: United Kingdom

hostile actors. In addition, climate change and development
are expected to accelerate the emergence of zoonotic
diseases, including those with pandemic potential.

Member countries are currently leveraging
existing projects and research institutes, and
now sharing data, methods, and results for
review and collaboration. Efforts are
S underway to jointly fund and execute future
studies, to further capture the temporospatial
variations in the airborne microbiomes, and
Improve sample acquisition, extraction,
sequencing, and analysis strategies and
throughput. With biannual IN-person
meetings, to ensure communication and
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Reliable and relatively fast methods for detection of harmful
biological microorganisms in complex matrices are becoming
more readily available through commercial,
university/academic, and science and technology (S&T)
defense activities. DNA/RNA sequencing can be used to
identify any biological threat, but first, the composition of the
natural background needs to be established. Biological aerosol
backgrounds will vary based on location, season, time of day
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analysis pipelines for aerosol biosurveillance in the field

Methods: Sequencing of air filter samples from indoor and outdoor
environments across the U.S. and from collaborating RTG nations
Team: U.S. Army DEVCOM Chemical Biological Center
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\Country: United States

environmental sequencing to detect a
biological incident.
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NATO has established a Research Task Group (RTG) to bring
together sequencing and aerosol experts in the defense
community to address challenges associated with
environmental aerosol monitoring using seguencing-based
approaches. The RTG seeks to broadly characterize natural
backgrounds by leveraging/strategizing the NATO nation -
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